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cctactctat 


tcagatattc 


tccagattcc 


taaagattag 


agatcatttc 


tcattctcct 


60 


aggagtactc 


acttcaggaa 


gcaaccagat 


aaaagagagg 


tgcaacggaa 


gccagaacat 


120 


tcctcctgga 


aattcaacct 


gtttcgcagt 


ttctcgagga 


atcagcattc 


agtcaatccg 


180 


ggccgggagc 


agtcatctgt 


ggtgaggctg 


attggctggg 


caggaacagc 


gccggggcgt 


240 


gggctgagca 


cagcgcttcg 


ctctctttgc 


cacaggaagc 


ctgagctcat 


tcgagtagcg 


300 


gctcttccaa 


gctcaaagaa 


gcagaggccg 


ctgttcgttt 


cctttaggtc 


tttccactaa 


360 


agtcggagta 


tcttcttcca 


agatttcacg 


tcttggtggc 


cgttccaagg 


agcgcgaggt 


420 


cgggatggat 


cttgaagggg 


accgcaatgg 


aggagcaaag 


aagaagaact 


tttttaaact 


480 


gaacaataaa 


agtgaaaaag 


ataagaagga 


aaagaaacca 


actgtcagtg 


tattttcaat 


540 


gtttcgctat 


tcaaattggc 


ttgacaagtt 


gtatatggtg 


gtgggaactt 


tggctgccat 


600 


catccatggg 


gctggacttc 


ctctcatgat 


gctggtgttt 


ggagaaatga 


cagatatctt 


660 


tgcaaatgca 


ggaaatttag 


aagatctgat 


gtcaaacatc 


actaatagaa 


gtgatatcaa 


720 


tgatacaggg 


ttcttcatga 


atctggagga 


agacatgacc 


aggtatgcct 


attattacag 


780 


tggaattggt 


gctggggtgc 


tggttgctgc 


ttacattcag 


gtttcatttt 


ggtgcctggc 


840 


agctggaaga 


caaatacaca 


aaattagaaa 


acagtttttt 


catgctataa 


tgcgacagga 


900 


gataggctgg 


tttgatgtgc 


acgatgttgg 


ggagcttaac 


acccgactta 


cagatgatgt 


960 


ctctaagatt 


aatgaagtta 


ttggtgacaa 


aattggaatg 


ttctttcagt 


caatggcaac 


1020 


atttttcact 


gggtttatag 


taggatttac 


acgtggttgg 


aagctaaccc 


ttgtgatttt 


1080 


ggccatcagt 


cctgttcttg 


gactgtcagc 


tgctgtctgg 


gcaaagatac 


tatcttcatt 


1140 



it 





tactgataaa 


gaactcttag 


cgtatgcaaa 




agcaattaga 


actgtgattg 


catttggagg 




aaatttagaa 


gaagctaaaa 


gaattgggat 




aggtgctgct 


ttcctgctga 


tctatgcatc 




cttggtcctc 


tcaggggaat 


attctattgg 




aattggggct 


tttagtgttg 


gacaggcatc 




aggagcagct 


tatgaaatct 


tcaagataat 




gaagagtggg 


cacaaaccag 


ataatattaa 




cagttaccca 


tctcgaaaag 


aagttaagat 


o 


tgggcagacg 


gtggccctgg 


ttggaaacag 




gatgcagagg 


ctctatgacc 


ccacagaggg 


S ::::::: 


gaccataaat 


gtaaggtttc 


tacgggaaat 


f 


gtttgccacc 


acgatagctg 


aaaacattcg 


O 

ii'lj 

?■ St 


gattgagaaa 
atttgacacc 


gctgtcaagg 
ctggttggag 


aagccaatgc 
agagaggggc 


7SsJ 


cgccattgca 


cgtgccctgg 


ttcgcaaccc 




agccttggac 


acagaaagcg 


aagcagtggt 




tcggaccacc 


attgtgatag 


ctcatcgttt 




tggtttcgat 


gatggagtca 


ttgtggagaa 




aggcatttac 


ttcaaacttg 


tcacaatgca 




tgcagctgat 


gaatccaaaa 


gtgaaattga 




atccagtcta 


ataagaaaaa 


gatcaactcg 




cagaaagctt 


agtaccaaag 


aggctctgga 




gattatgaag 


ctaaatttaa 


ctgaatggcc 




tataaatgga 


ggcctgcaac 


cagcatttgc 




tacaagaatt 


gatgatcctg 


aaacaaaacg 




tctagccctt 


ggaattattt 


cttttattac 




agctggagag 


atcctcacca 


agcggctccg 




ggatgtgagt 


tggtttgatg 


accctaaaaa 




caatgatgct 


gctcaagtta 


aaggggctat 
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agctggagca gtagctgaag aggtcttggc 12 0 0 

acaaaagaaa gaacttgaaa ggtacaacaa 12 60 

aaagaaagct attacagcca atatttctat 132 0 

ttatgctctg gccttctggt atgggaccac 1380 

acaagtactc actgtattct tttctgtatt 1440 

tccaagcatt gaagcatttg caaatgcaag 1500 

tgataataag ccaagtattg acagctattc 1560 

gggaaatttg gaattcagaa atgttcactt 162 0 

cttgaagggc ctgaacctga aggtgcagag 1680 

tggctgtggg aagagcacaa cagtccagct 1740 

gatggtcagt gttgatggac aggatattag 1800 

cattggtgtg gtgagtcagg aacctgtatt i86 0 

ctatggccgt gaaaatgtca ccatggatga 192 0 

ctatgacttt atcatgaaac tgcctcataa 1980 

ccagttgagt ggtgggcaga agcagaggat 2 04 0 

caagatcctc ctgctggatg aggccacgtc 2100 

tcaggtggct ctggataagg ccagaaaagg 2160 

gtctacagtt cgtaatgctg acgtcatcgc 222 0 

aggaaatcat gatgaactca tgaaagagaa 22 80 

gacagcagga aatgaagttg aattagaaaa 234 0 

tgccttggaa atgtcttcaa atgattcaag 2400 

taggagtgtc cgtggatcac aagcccaaga 2460 

tgaaagtata cctccagttt ccttttggag 2520 

ttattttgtt gttggtgtat tttgtgccat 2580 

aataatattt tcaaagatta taggggtttt 2640 

acagaatagt aacttgtttt cactattgtt 2700 

atttttcctt cagggtttca catttggcaa 2760 

atacatggtt ttccgatcca tgctcagaca 2 82 0 

caccactgga gcattgacta ccaggctcgc 2 880 

aggttccagg cttgctgtaa ttacccagaa 2 940 
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tatagcaaat 


cttgggacag 


gaataattat 


atccttcatc 


tatggttggc 


aactaacact 


3000 


gttactctta 


gcaattgtac 


ccatcattgc 


aatagcagga 


gttgttgaaa 


tgaaaatgtt 


3060 


gtctggacaa 


gcactgaaag 


ataagaaaga 


actagaaggt 


gctgggaaga 


tcgctactga 


3120 


agcaatagaa 


aacttccgaa 


ccgttgtttc 


tttgactcag 


gagcagaagt 


ttgaacatat 


3180 


gtatgctcag 


agtttgcagg 


taccatacag 


aaactctttg 


aggaaagcac 


acatctttgg 


3240 


aattacattt 


tccttcaccc 


aggcaatgat 


gtatttttcc 


tatgctggat 


gtttccggtt 


3300 


tggagcctac 


ttggtggcac 


ataaactcat 


gagctttgag 


gatgttctgt 


tagtattttc 


3360 


agctgttgtc 


tttggtgcca 


tggccgtggg gcaagtcagt 


tcatttgctc 


ctgactatgc 


3420 


caaagccaaa 


atatcagcag 


cccacatcat 


catgatcatt 


gaaaaaaccc 


ctttgattga 


3480 


cagctacagc 


acggaaggcc 


taatgccgaa 


cacattggaa 


ggaaatgtca 


catttggtga 


3540 


agttgtattc 


aactatccca 


cccgaccgga 


catcccagtg 


cttcagggac 


tgagcctgga 


3600 


ggtgaagaag 


ggccagacgc 


tggctctggt 


gggcagcagt 


ggctgtggga 


agagcacagt 


3660 


ggtccagctc 


ctggagcggt 


tctacgaccc 


cttggcaggg 


aaagtgctgc 


ttgatggcaa 


3720 


agaaataaag 


cgactgaatg 


ttcagtggct 


ccgagcacac 


ctgggcatcg 


tgtcccagga 


3780 


gcccatcctg 


tttgactgca 


gcattgctga 


gaacattgcc 


tatggagaca 


acagccgggt 


3840 


ggtgtcacag 


gaagagatcg 


tgagggcagc 


aaaggaggcc 


aacatacatg 


ccttcatcga 


3900 


gtcactgcct 


aataaatata 


gcactaaagt 


aggagacaaa 


ggaactcagc 


tctctggtgg 


3960 


ccagaaacaa 


cgcattgcca 


tagctcgtgc 


ccttgttaga 


cagcctcata 


ttttgctttt 


4020 


ggatgaagcc 


acgtcagctc 


tggatacaga 


aagtgaaaag 


gttgtccaag 


aagccctgga 


4080 


caaagccaga 


gaaggccgca 


cctgcattgt 


gattgctcac 


cgcctgtcca 


ccatccagaa 


4140 


tgcagactta 


atagtggtgt 


ttcagaatgg 


cagagtcaag 


gagcatggca 


cgcatcagca 


4200 


gctgctggca 


cagaaaggca 


tctatttttc 


aatggtcagt 


gtccaggctg 


gaacaaagcg 


4260 


ccagtgaact 


ctgactgtat 


gagatgttaa 


atacttttta 


atatttgttt 


agatatgaca 


4320 


tttattcaaa 


gttaaaagca 


aacacttaca 


gaattatgaa 


gaggtatctg 


tttaacattt 


4380 


cctcagtcaa 


gttcagagtc 


ttcagagact 


tcgtaattaa 


aggaacagag 


tgagagacat 


4440 


catcaagtgg 


agagaaatca 


tagtttaaac 


tgcattataa 


attttataac 


agaattaaag 


4500 


tagattttaa 


aagataaaat 


gtgtaatttt 


gtttatattt 


tcccatttgg 


actgtaactg 


4560 


actgccttgc 


taaaagatta 


tagaagtagc 


aaaaagtatt 


gaaatgtttg 


cataaagtgt 


4620 


ctataataaa 


actaaacttt 


catgtg 
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if 1 

Ill 



<210> 2 

<211> 1280 

<212> PRT 

<213> homo sapiens 

<400> 2 

Met Asp Leu Glu Gly Asp Arg Asn Gly Gly Ala Lys Lys Lys Asn Phe 
15 10 15 



Phe Lys Leu Asn Asn Lys Ser Glu Lys Asp Lys Lys Glu Lys Lys Pro 
20 25 30 



Thr Val Ser Val Phe Ser Met Phe Arg Tyr Ser Asn Trp Leu Asp Lys 
35 40 45 



Leu Tyr Met Val Val Gly Thr Leu Ala Ala He lie His Gly Ala Gly 
50 55 60 



Leu Pro Leu Met Met Leu Val Phe Gly Glu Met Thr Asp He Phe Ala 
65 70 75 80 



Asn Ala Gly Asn Leu Glu Asp Leu Met Ser Asn He Thr Asn Arg Ser 
85 90 95 



Asp He Asn Asp Thr Gly Phe Phe Met Asn Leu Glu Glu Asp Met Thr 
100 105 110 



Arg Tyr Ala Tyr Tyr Tyr Ser Gly He Gly Ala Gly Val Leu Val Ala 
115 120 ~ 125 



Ala Tyr He Gin Val Ser Phe Trp Cys Leu Ala Ala Gly Arg Gin He 
130 135 140 



His Lys He Arg Lys Gin Phe Phe His Ala He Met Arg Gin Glu He 
145 150 155 160 



Gly Trp Phe Asp Val His Asp Val Gly Glu Leu Asn Thr Arg Leu Thr 
165 170 175 



Asp Asp Val Ser Lys lie Asn Glu Val He Gly Asp Lys He Gly Met 
180 185 190 



Phe Phe Gin Ser Met Ala Thr Phe Phe Thr Gly Phe He Val Gly Phe 
195 200 205 



Thr Arg Gly Trp Lys Leu Thr Leu Val lie Leu Ala He Ser Pro Val 
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210 215 220 



Leu Gly Leu Ser Ala Ala Val Trp Ala Lys He Leu Ser Ser Phe Thr 
225 230 235 240 



Asp Lys Glu Leu Leu Ala Tyr Ala Lys Ala Gly Ala Val Ala Glu Glu 
245 250 255 



Val Leu Ala Ala He Arg Thr Val He Ala Phe Gly Gly Gin Lys Lys 
260 265 270 



Glu Leu Glu Arg Tyr Asn Lys Asn Leu Glu Glu Ala Lys Arg He Gly 
275 280 285 



He Lys Lys Ala He Thr Ala Asn He Ser He Gly Ala Ala Phe Leu 
290 295 300 



|f| Leu He Tyr Ala Ser Tyr Ala Leu Ala Phe Trp Tyr Gly Thr Thr Leu 

•r 3 05 310 315 32 0 



Val Leu Ser Gly Glu Tyr Ser lie Gly Gin Val Leu Thr Val Phe Phe 
325 330 335 



Ser Val Leu He Gly Ala Phe Ser Val Gly Gin Ala Ser Pro Ser He 
340 345 350 



Glu Ala Phe Ala Asn Ala Arg Gly Ala Ala Tyr Glu He Phe Lys He 
355 360 365 



He Asp Asn Lys Pro Ser He Asp Ser Tyr Ser Lys Ser Gly His Lys 
370 375 380 



Pro Asp Asn He Lys Gly Asn Leu Glu Phe Arg Asn Val His Phe Ser 
385 390 395 400 



Tyr Pro Ser Arg Lys Glu Val Lys He Leu Lys Gly Leu Asn Leu Lys 
405 410 415 



Val Gin Ser Gly Gin Thr Val Ala Leu Val Gly Asn Ser Gly Cys Gly 
420 425 430 



Lys Ser Thr Thr Val Gin Leu Met Gin Arg Leu Tyr Asp Pro Thr Glu 
435 440 445 



Gly Met Val Ser Val Asp Gly Gin Asp He Arg Thr He Asn Val Arg 
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450 455 460 



Phe Leu Arg Glu lie lie Gly Val Val Ser Gin Glu Pro Val Leu Phe 
465 470 475 480 



Ala Thr Thr lie Ala Glu Asn He Arg Tyr Gly Arg Glu Asn Val Thr 
485 490 495 



Met Asp Glu He Glu Lys Ala Val Lys Glu Ala Asn Ala Tyr Asp Phe 
500 505 510 



He Met Lys Leu Pro His Lys Phe Asp Thr Leu Val Gly Glu Arg Gly 
515 520 525 



Ala Gin Leu Ser Gly Gly Gin Lys Gin Arg He Ala He Ala Arg Ala 
530 535 540 



Leu Val Arg Asn Pro Lys He Leu Leu Leu Asp Glu Ala Thr Ser Ala 
545 550 555 560 



Leu Asp Thr Glu Ser Glu Ala Val Val Gin Val Ala Leu Asp Lys Ala 
565 570 575 



Arg Lys Gly Arg Thr Thr He Val He Ala His Arg Leu Ser Thr Val 
580 585 590 



Arg Asn Ala Asp Val He Ala Gly Phe Asp Asp Gly Val He Val Glu 
595 600 605 



Lys Gly Asn His Asp Glu Leu Met Lys Glu Lys Gly He Tyr Phe Lys 
610 615 620 



Leu Val Thr Met Gin Thr Ala Gly Asn Glu Val Glu Leu Glu Asn Ala 
625 630 635 640 



Ala Asp Glu Ser Lys Ser Glu He Asp Ala Leu Glu Met Ser Ser Asn 
645 650 655 



Asp Ser Arg Ser Ser Leu He Arg Lys Arg Ser Thr Arg Arg Ser Val 
660 665 670 



Arg Gly Ser Gin Ala Gin Asp Arg Lys Leu Ser Thr Lys Glu Ala Leu 
675 680 685 



Asp Glu Ser He Pro Pro Val Ser Phe Trp Arg He Met Lys Leu Asn 
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690 695 700 



Leu Thr Glu Trp Pro Tyr Phe Val Val Gly Val Phe Cys Ala lie lie 
705 710 715 720 



Asn Gly Gly Leu Gin Pro Ala Phe Ala lie lie Phe Ser Lys lie He 
725 730 735 



Gly Val Phe Thr Arg He Asp Asp Pro Glu Thr Lys Arg Gin Asn Ser 
740 745 750 



Asn Leu Phe Ser Leu Leu Phe Leu Ala Leu Gly lie He Ser Phe He 
755 760 765 



Thr Phe Phe Leu Gin Gly Phe Thr Phe Gly Lys Ala Gly Glu He Leu 
770 775 780 



ly T hr Lys Arg Leu Arg Tyr Met Val Phe Arg Ser Met Leu Arg Gin Asp 

111 785 790 795 800 

|* Val Ser Trp Phe Asp Asp Pro Lys Asn Thr Thr Gly Ala Leu Thr Thr 

n 805 810 815 



Arg Leu Ala Asn Asp Ala Ala Gin Val Lys Gly Ala He Gly Ser Arg 
820 825 830 



Leu Ala Val He Thr Gin Asn He Ala Asn Leu Gly Thr Gly He He 
835 840 845 



He Ser Phe He Tyr Gly Trp Gin Leu Thr Leu Leu Leu Leu Ala He 
850 855 860 



Val Pro He He Ala He Ala Gly Val Val Glu Met Lys Met Leu Ser 
865 870 875 880 



Gly Gin Ala Leu Lys Asp Lys Lys Glu Leu Glu Gly Ala Gly Lys He 
885 890 895 



Ala Thr Glu Ala He Glu Asn Phe Arg Thr Val Val Ser Leu Thr Gin 
900 905 910 



Glu Gin Lys Phe Glu His Met Tyr Ala Gin Ser Leu Gin Val Pro Tyr 
915 920 925 



Arg Asn Ser Leu Arg Lys Ala His He Phe Gly He Thr Phe Ser Phe 
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930 935 940 



Thr Gin Ala Met Met Tyr Phe Ser Tyr Ala Gly Cys Phe Arg Phe Gly 
945 950 955 960 



Ala Tyr Leu Val Ala His Lys Leu Met Ser Phe Glu Asp Val Leu Leu 
965 970 975 



Val Phe Ser Ala Val Val Phe Gly Ala Met Ala Val Gly Gin Val Ser 
980 985 990 



Ser Phe Ala Pro Asp Tyr Ala Lys Ala Lys He Ser Ala Ala His He 
995 1000 1005 



He Met He He Glu Lys Thr Pro Leu He Asp Ser Tyr Ser Thr 
1010 1015 1020 



Glu Gly Leu Met Pro Asn Thr Leu Glu Gly Asn Val Thr Phe Gly 
1025 1030 1035 



Glu Val Val Phe Asn Tyr Pro Thr Arg Pro Asp He Pro Val Leu 
1040 1045 1050 



Gin Gly Leu Ser Leu Glu Val Lys Lys Gly Gin Thr Leu Ala Leu 
1055 1060 1065 



Val Gly Ser Ser Gly Cys Gly Lys Ser Thr Val Val Gin Leu Leu 
1070 1075 1080 



Glu Arg Phe Tyr Asp Pro Leu Ala Gly Lys Val Leu Leu Asp Gly 
1085 1090 1095 



Lys Glu He Lys Arg Leu Asn Val Gin Trp Leu Arg Ala His Leu 
1100 1105 1110 



Gly He Val Ser Gin Glu Pro He Leu Phe Asp Cys Ser He Ala 
1115 H20 1125 



Glu Asn He Ala Tyr Gly Asp Asn Ser Arg Val Val Ser Gin Glu 
1130 1135 1140 



Glu He Val Arg Ala Ala Lys Glu Ala Asn He His Ala Phe He 
1145 1150 1155 



Glu Ser Leu Pro Asn Lys Tyr Ser Thr Lys Val Gly Asp Lys Gly 
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1160 1165 1170 



Thr Gin Leu Ser Gly Gly Gin Lys Gin Arg lie Ala lie Ala Arg 
1175 1180 1185 



Ala Leu Val Arg Gin Pro His lie Leu Leu Leu Asp Glu Ala Thr 
1190 1195 1200 



Ser Ala Leu Asp Thr Glu Ser Glu Lys Val Val Gin Glu Ala Leu 
1205 1210 1215 



Asp Lys Ala Arg Glu Gly Arg Thr Cys lie Val lie Ala His Arg 
1220 1225 1230 



r: Leu Ser Thr lie Gin Asn Ala Asp Leu lie Val Val Phe Gin Asn 

1235 1240 1245 

O 



5 



Gly Arg Val Lys Glu His Gly Thr His Gin Gin Leu Leu Ala Gin 
1250 1255 1260 



Lys Gly lie Tyr Phe Ser Met Val Ser Val Gin Ala Gly Thr Lys 
1265 1270 1275 



Arg Gin 
1280 



<210> 3 

<211> 3678 

<212> DNA 

<213> homo sapiens 

<400> 3 

gtgaagacat cgcggggacc gattcaccat ggagggcgcc ggcggcgcga acgacaagaa 60 

aaagataagt tctgaacgtc gaaaagaaaa gtctcgagat gcagccagat ctcggcgaag 12 0 

taaagaatct gaagtttttt atgagcttgc tcatcagttg ccacttccac ataatgtgag 180 

ttcgcatctt gataaggcct ctgtgatgag gcttaccatc agctatttgc gtgtgaggaa 24 0 

acttctggat gctggtgatt tggatattga agatgacatg aaagcacaga tgaattgctt 3 00 

ttatttgaaa gccttggatg gttttgttat ggttctcaca gatgatggtg acatgattta 3 60 

catttctgat aatgtgaaca aatacatggg attaactcag tttgaactaa ctggacacag 42 0 

tgtgtttgat tttactcatc catgtgacca tgaggaaatg agagaaatgc ttacacacag 480 

aaatggcctt gtgaaaaagg gtaaagaaca aaacacacag cgaagctttt ttctcagaat 540 
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gaagtgtacc 


ctaactagcc 


gaggaagaac 


tatgaacata 


aagtctgcaa 


catggaaggt 


600 




attgcactgc 


acaggccaca 


ttcacgtata 


tgataccaac 


agtaaccaac 


ctcagtgtgg 


660 




gtataagaaa 


ccacctatga 


cctgcttggt 


gctgatttgt 


gaacccattc 


ctcacccatc 


720 




aaatattgaa 


attcctttag 


atagcaagac 


tttcctcagt 


cgacacagcc 


tggatatgaa 


780 




attttcttat 


tgtgatgaaa 


gaattaccga 


attgatggga 


tatgagccag 


aagaactttt 


840 




aggccgctca 


atttatgaat 


attatcatgc 


tttggactct 


gatcatctga 


ccaaaactca 


900 




tcatgatatg 


tttactaaag 


gacaagtcac 


cacaggacag 


tacaggatgc 


ttgccaaaag 


960 




aggtggatat 


gtctgggttg 


aaactcaagc 


aactgtcata 


tataacacca 


agaattctca 


1020 




accacagtgc 


attgtatgtg 


tgaattacgt 


tgtgagtggt 


attattcagc 


acgacttgat 


1080 




tttctccctt 


caacaaacag 


aatgtgtcct 


taaaccggtt 


gaatcttcag 


atatgaaaat 


1140 




gactcagcta 


ttcaccaaag 


ttgaatcaga 


agatacaagt 


agcctctttg 


acaaacttaa 


1200 


sis 


gaaggaacct 


gatgctttaa 


ctttgctggc 


cccagccgct 


ggagacacaa 


tcatatcttt 


1260 




agattttggc 


agcaacgaca 


cagaaactga 


tgaccagcaa 


cttgaggaag 


taccattata 


1320 


if: 


taatgatgta 


atgctcccct 


cacccaacga 


aaaattacag 


aatataaatt 


tggcaatgtc 


1380 


□ 


tccattaccc 


accgctgaaa 


cgccaaagcc 


acttcgaagt 


agtgctgacc 


ctgcactcaa 


1440 


0-1 


tcaagaagtt 


gcattaaaat 


tagaaccaaa 


tccagagtca 


ctggaacttt 


cttttaccat 


1500 




gccccagatt 


caggatcaga 


cacctagtcc 


ttccgatgga 


agcactagac 


aaagttcacc 


1560 




tgagcctaat 


agtcccagtg 


aatattgttt 


ttatgtggat 


agtgatatgg 


tcaatgaatt 


1620 




caagttggaa 


ttggtagaaa 


aactttttgc 


tgaagacaca 


gaagcaaaga 


acccattttc 


1680 




tactcaggac 


acagatttag 


acttggagat 


gttagctccc 


tatatcccaa 


tggatgatga 


1740 




cttccagtta 


cgttccttcg 


atcagttgtc 


accattagaa 


agcagttccg 


caagccctga 


1800 




aagcgcaagt 


cctcaaagca 


cagttacagt 


attccagcag 


actcaaatac 


aagaacctac 


1860 




tgctaatgcc 


accactacca 


ctgccaccac 


tgatgaatta 


aaaacagtga 


caaaagaccg 


1920 




tatggaagac 


attaaaatat 


tgattgcatc 


tccatctcct 


acccacatac 


ataaagaaac 


1980 




tactagtgcc 


acatcatcac 


catatagaga 


tactcaaagt 


cggacagcct 


caccaaacag 


2040 




agcaggaaaa 


ggagtcatag 


aacagacaga 


aaaatctcat 


ccaagaagcc 


ctaacgtgtt 


2100 




atctgtcgct 


ttgagtcaaa 


gaactacagt 


tcctgaggaa 


gaactaaatc 


caaagatact 


2160 




agctttgcag 


aatgctcaga 


gaaagcgaaa 


aatggaacat 


gatggttcac 


tttttcaagc 


2220 




agtaggaatt 


ggaacattat 


tacagcagcc 


agacgatcat 


gcagctacta 


catcactttc 


2280 




ttggaaacgt 


gtaaaaggat 


gcaaatctag 


tgaacagaat 


ggaatggagc 


aaaagacaat 


2340 
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tattttaata 


ccctctgatt 


tagcatgtag 


actgctgggg 


caatcaatgg 


atgaaagtgg 


2400 




attaccacag 


ctgaccagtt 


atgattgtga 


agttaatgct 


cctatacaag 


gcagcagaaa 


2460 




cctactgcag 


ggtgaagaat 


tactcagagc 


tttggatcaa 


gttaactgag 


ctttttctta 


2520 




atttcattcc 


tttttttgga 


cactggtggc 


tcactaccta 


aagcagtcta 


tttatatttt 


2580 




ctacatctaa 


ttttagaagc 


ctggctacaa 


tactgcacaa 


acttggttag 


ttcaattttt 


2640 




gatccccttt 


ctacttaatt 


tacattaatg 


ctctttttta 


gtatgttctt 


taatgctgga 


2700 




tcacagacag 


ctcattttct 


cagttttttg 


gtatttaaac 


cattgcattg 


cagtagcatc 


2760 




attttaaaaa 


atgcaccttt 


ttatttattt 


atttttggct 


agggagttta 


tccctttttc 


2820 




gaattatttt 


taagaagatg 


ccaatataat 


ttttgtaaga 


aggcagtaac 


ctttcatcat 


2880 




gatcataggc 


agttgaaaaa 


tttttacacc 


ttttttttca 


cattttacat 


aaataataat 


2940 




gctttgccag 


cagtacgtgg 


tagccacaat 


tgcacaatat 


attttcttaa 


aaaataccag 


3000 




cagttactca 


tggaatatat 


tctgcgttta 


taaaactagt 


ttttaagaag 


aaattttttt 


3060 


'» 


tggcctatga 


aattgttaaa 


cctggaacat 


gacattgtta 


atcatataat 


aatgattctt 


3120 


H 


aaatgctgta 


tggtttatta 


tttaaatggg 


taaagccatt 


tacataatat 


agaaagatat 


3180 


;: ii 


gcatatatct 


agaaggtatg 


tggcatttat 


ttggataaaa 


ttctcaattc 


agagaaatca 


3240 


I M 


tctgatgttt 


ctatagtcac 


tttgccagct 


caaaagaaaa 


caatacccta 


tgtagttgtg 


3300 


O 


gaagtttatg 


ctaatattgt 


gtaactgata 


ttaaacctaa 


atgttctgcc 


taccctgttg 


3360 




gtataaagat 


attttgagca 


gactgtaaac 


aagaaaaaaa 


aaatcatgca 


ttcttagcaa 


3420 




aattgcctag 


tatgttaatt 


tgctcaaaat 


acaatgtttg 


attttatgca 


ctttgtcgct 


3480 




attaacatcc 


tttttttcat 


gtagatttca 


ataattgagt 


aattttagaa 


gcattatttt 


3540 




aggaatatat 


agttgtcaca 


gtaaatatct 


tgttttttct 


atgtacattg 


tacaaatttt 


3600 




tcattccttt 


tgctctttgt 


ggttggatct 


aacactaact 


gtattgtttt 


gttacatcaa 


3660 




ataaacatct 


tctgtgga 










3678 



<210> 4 

<211> 826 

<212> PRT 

<213> homo sapiens 

<400> 4 

Met Glu Gly Ala Gly Gly Ala Asn Asp Lys Lys Lys lie Ser Ser Glu 
15 10 15 

Arg Arg Lys Glu Lys Ser Arg Asp Ala Ala Arg Ser Arg Arg Ser Lys 
20 25 30 



-12- 



Glu Ser Glu Val Phe Tyr Glu Leu Ala His Gin Leu Pro Leu Pro His 
35 40 45 



Asn Val Ser Ser His Leu Asp Lys Ala Ser Val Met Arg Leu Thr lie 
50 55 60 



Ser Tyr Leu Arg Val Arg Lys Leu Leu Asp Ala Gly Asp Leu Asp lie 
65 70 75 80 



Glu Asp Asp Met Lys Ala Gin Met Asn Cys Phe Tyr Leu Lys Ala Leu 
85 90 95 



Asp Gly Phe Val Met Val Leu Thr Asp Asp Gly Asp Met lie Tyr lie 
100 105 110 



Ser Asp Asn Val Asn Lys Tyr Met Gly Leu Thr Gin Phe Glu Leu Thr 
115 120 125 



Gly His Ser Val Phe Asp Phe Thr His Pro Cys Asp His Glu Glu Met 
130 135 140 



Arg Glu Met Leu Thr His Arg Asn Gly Leu Val Lys Lys Gly Lys Glu 
145 150 155 160 



Gin Asn Thr Gin Arg Ser Phe Phe Leu Arg Met Lys Cys Thr Leu Thr 
165 170 175 



Ser Arg Gly Arg Thr Met Asn lie Lys Ser Ala Thr Trp Lys Val Leu 
180 185 190 



His Cys Thr Gly His lie His Val Tyr Asp Thr Asn Ser Asn Gin Pro 
195 200 205 



Gin Cys Gly Tyr Lys Lys Pro Pro Met Thr Cys Leu Val Leu lie Cys 
210 215 220 



Glu Pro lie Pro His Pro Ser Asn lie Glu lie Pro Leu Asp Ser Lys 
225 230 235 240 



Thr Phe Leu Ser Arg His Ser Leu Asp Met Lys Phe Ser Tyr Cys Asp 
245 250 255 



Glu Arg lie Thr Glu Leu Met Gly Tyr Glu Pro Glu Glu Leu Leu Gly 
260 265 270 



-13- 



Arg Ser lie Tyr Glu Tyr Tyr His Ala Leu Asp Ser Asp His Leu Thr 
275 280 285 



Lys Thr His His Asp Met Phe Thr Lys Gly Gin Val Thr Thr Gly Gin 
290 295 300 



Tyr Arg Met Leu Ala Lys Arg Gly Gly Tyr Val Trp Val Glu Thr Gin 
305 310 315 320 



Ala Thr Val lie Tyr Asn Thr Lys Asn Ser Gin Pro Gin Cys lie Val 
325 330 335 



Cys Val Asn Tyr Val Val Ser Gly lie lie Gin His Asp Leu lie Phe 
340 345 350 



Ser Leu Gin Gin Thr Glu Cys Val Leu Lys Pro Val Glu Ser Ser Asp 
355 360 365 



Met Lys Met Thr Gin Leu Phe Thr Lys Val Glu Ser Glu Asp Thr Ser 
370 375 380 



Ser Leu Phe Asp Lys Leu Lys Lys Glu Pro Asp Ala Leu Thr Leu Leu 
385 390 395 400 



Ala Pro Ala Ala Gly Asp Thr lie lie Ser Leu Asp Phe Gly Ser Asn 
405 410 415 



Asp Thr Glu Thr Asp Asp Gin Gin Leu Glu Glu Val Pro Leu Tyr Asn 
420 425 430 



Asp Val Met Leu Pro Ser Pro Asn Glu Lys Leu Gin Asn lie Asn Leu 
435 440 445 



Ala Met Ser Pro Leu Pro Thr Ala Glu Thr Pro Lys Pro Leu Arg Ser 
450 455 460 



Ser Ala Asp Pro Ala Leu Asn Gin Glu Val Ala Leu Lys Leu Glu Pro 
465 470 475 480 



Asn Pro Glu Ser Leu Glu Leu Ser Phe Thr Met Pro Gin lie Gin Asp 
485 490 495 



Gin Thr Pro Ser Pro Ser Asp Gly Ser Thr Arg Gin Ser Ser Pro Glu 
500 505 510 



-14- 



Pro Asn Ser Pro Ser Glu Tyr Cys Phe Tyr Val Asp Ser Asp Met Val 

515 520 525 



Asn Glu Phe Lys Leu Glu Leu Val Glu Lys Leu Phe Ala Glu Asp Thr 
530 535 540 



Glu Ala Lys Asn Pro Phe Ser Thr Gin Asp Thr Asp Leu Asp Leu Glu 
545 550 555 560 



Met Leu Ala Pro Tyr lie Pro Met Asp Asp Asp Phe Gin Leu Arg Ser 
565 570 575 



Phe Asp Gin Leu Ser Pro Leu Glu Ser Ser Ser Ala Ser Pro Glu Ser 
580 585 590 



Ala Ser Pro Gin Ser Thr Val Thr Val Phe Gin Gin Thr Gin lie Gin 
595 600 605 



Glu Pro Thr Ala Asn Ala Thr Thr Thr Thr Ala Thr Thr Asp Glu Leu 
610 615 620 



Lys Thr Val Thr Lys Asp Arg Met Glu Asp lie Lys lie Leu lie Ala 

625 630 635 640 



Ser Pro Ser Pro Thr His lie His Lys Glu Thr Thr Ser Ala Thr Ser 
645 650 655 



Ser Pro Tyr Arg Asp Thr Gin Ser Arg Thr Ala Ser Pro Asn Arg Ala 
660 665 670 



Gly Lys Gly Val lie Glu Gin Thr Glu Lys Ser His Pro Arg Ser Pro 
675 680 685 



Asn Val Leu Ser Val Ala Leu Ser Gin Arg Thr Thr Val Pro Glu Glu 
690 695 700 



Glu Leu Asn Pro Lys lie Leu Ala Leu Gin Asn Ala Gin Arg Lys Arg 
705 710 715 720 



Lys Met Glu His Asp Gly Ser Leu Phe Gin Ala Val Gly lie Gly Thr 
725 730 735 



Leu Leu Gin Gin Pro Asp Asp His Ala Ala Thr Thr Ser Leu Ser Trp 
740 745 750 



-15- 



Lys Arg Val Lys Gly Cys Lys Ser Ser Glu Gin Asn Gly Met Glu Gin 
755 760 765 



Lys Thr lie lie Leu lie Pro Ser Asp Leu Ala Cys Arg Leu Leu Gly 
770 775 780 



Gin Ser Met Asp Glu Ser Gly Leu Pro Gin Leu Thr Ser Tyr Asp Cys 
785 790 795 800 



Glu Val Asn Ala Pro lie Gin Gly Ser Arg Asn Leu Leu Gin Gly Glu 
805 810 815 



Glu Leu Leu Arg Ala Leu Asp Gin Val Asn 
820 825 



<210> 5 

<211> 2616 

<212> DNA 

<213> homo sapiens 



<400> 5 












atggcggctc 


ctcccactgg 


ggggggggtg 


gcgcggcggc 


ggtggcatct 


gcggccatgg 


cggcgactac 


tgccaacccc 


gaaatgacat 


cagatgtacc 


atcactgggt 


ccagccattg 


cctctggaaa 


ctctggacct 


ggaattcaag 


gtggaggagc 


cattgtccag 


agggctatta 


agcggcgacc 


agggctggat 


tttgatgatg 


atggagaagg 


gaacagtaaa 


tttttgaggt 


gtgatgatga 


tcagatgtct 


aacgataagg 


a gcggtttgc 


caggtcggat 


gatgagcaga 


gctctgcgga 


taaagagaga 


cttgccaggg 


aaaatcacag 


tgaaattgaa 


cggcggcgac 


ggaacaagat 


gacagcctac 


atcacagaac 


tgtcagatat 


ggtacccacc 


tgtagtgccc 


tggctcgaaa 


accagacaag 


ctaaccatct 


tacgcatggc 


agtttctcac 


atgaagtcct 


tgcggggaac 


tggcaacaca 


tccactgatg 


gctcctataa 


gccgtctttc 


ctcactgatc 


aggaactgaa 


acatttgatc 


ttggaggcag 


cagatggctt 


tctgtttatt 


gtctcatgtg 


agacaggcag 


ggtggtgtat 


gtgtctgact 


ccgtgactcc 


tgttttgaac 


cagccacagt 


ctgaatggtt 


tggcagcaca 


ctctatgatc 


aggtgcaccc 


agatgatgtg 


gataaacttc 


gtgagcagct 


ttccacttca 


gaaaatgccc 


tgacagggcg 


tatcctggat 


ctaaagactg 


gaacagtgaa 


aaaggaaggt 


cagcagtctt 


ccatgagaat 


gtgtatgggc 


tcaaggagat 


cgtttatttg 


ccgaatgagg 


tgtggcagta 


gctctgtgga 


cccagtttct 


gtgaataggc 


tgagctttgt 


gaggaacaga 


tgcaggaatg 


gacttggctc 


tgtaaaggat 


ggggaacctc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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gc tec tt t ac 


t fc t ccagaac 


ccuuac ucay 




ccaatgtgaa 


gaactefcage 


caagaaccac 


v. """u 
fl 


cacaactagg 


tcccacagct 


aatttacccc 


il 

" s iW 


ggcagcagca 


acagcaaaca 


gaattggaca 


i y 


acaatcattc 


ccaggtggtt 


cagcctgtga 


?. :: 1; 


ttgagaagtc 


agatggttta 


tttgeccagg 


Id- 


acaacatcaa 


tgcggatcag 


agtaaaggca 




agctattctc 


ccagggcaac 


acattccctc 


;; 


atagtggcct 


agcccctcct 


gtaaccattg 




tggeccagat 


ttcccgccac 


tccaacccca 




ctacccgctc 


aggcttttct 


gcccagcagg 




cttcccagtt 


tggtgtgggc 


agctttcaga 




ctggtgcccc 


aactgeateg 


cctggtgctg 




etaactttge 


tcctgagact 


ggacagactg 




gtgtgggtgt 


ctggccacag 


tggcagggee 




agcaacatgt 


tcaacaaccg 


ccagcacagc 




tgctgtccat 


gctgggagat 


cagagcaaca 




ctatgtttcc 


ccccttttca 


gaatagaact 




aaaatcactg 


tttgttttta 


aaaagcaaat 




ccttcccttc 


cctcacccct 


gacatgtacc 




gttgcctcct 


aaggtaacat 


ttataaaaaa 



<210> 6 
<211> 789 
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uccaacay y l 
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atggctc tgg 


atgagaacca 


i o q n 


ct Ly ddaL Ly ct 
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yLaCaLCaLC 


tgtaccaaca 


U 


ggcctacact 


ctccaacaca 


atccagaggc 


1500 


tggagatggg 


ctcaggacag 


ctggcaccca 


1560 


tggtaccagg 


aagagatgga 


ctggccagct 


1620 


caaccacagg 


accagaacac 


agcaagcccc 


1680 


atagagatcc 


aagattttca 


gaaatctatc 


1740 


tctcctccag 


cactgtccct 


gccacccaac 


1800 


ctaccccccg 


geeggcagag 


aatttcagga 


1860 


tccagccatc 


agettctgea 


ggacagatgt 


1920 


cccaaggagc 


aaccccaact 


tggaccccta 


1980 


tggctaccca 


ggctactget 


aagactcgta 


2040 


ctccatcctc 


cttcagctcc 


atgtccctcc 


2100 


ctgcctaccc 


tagtctcacc 


aatcgtggat 


2160 


caggacaatt 


ccagacacgg 


acagcagagg 


2220 


agcagcctca 


teategttea 


agttctagtg 


22 80 


aacc uggeca 


gectgaggtc 


ttccaggaga 


Z J4 U 


gctacaacaa 


tgaagaattc 


cctgatctaa 


2400 


attggggtga 


ggataagggg 


tgggggagaa 


2460 


ctttctgtaa 


acagaataaa 


agttcctctc 


2520 


ccctttccct 


tctggctgtt 


cccctgctct 


2580 


aaaaaa 






2616 



-17- 



<212> PRT 

<213> homo sapiens 

<400> 6 

Met Ala Ala Thr Thr Ala Asn Pro Glu Met Thr Ser Asp Val Pro Ser 
15 10 15 



Leu Gly Pro Ala lie Ala Ser Gly Asn Ser Gly Pro Gly lie Gin Gly 
20 25 30 



Gly Gly Ala lie Val Gin Arg Ala lie Lys Arg Arg Pro Gly Leu Asp 
35 40 45 



Phe Asp Asp Asp Gly Glu Gly Asn Ser Lys Phe Leu Arg Cys Asp Asp 
50 55 60 



Asp Gin Met Ser Asn Asp Lys Glu Arg Phe Ala Arg Ser Asp Asp Glu 
65 70 75 80 



Gin Ser Ser Ala Asp Lys Glu Arg Leu Ala Arg Glu Asn His Ser Glu 
85 90 95 



lie Glu Arg Arg Arg Arg Asn Lys Met Thr Ala Tyr lie Thr Glu Leu 
100 105 110 



Ser Asp Met Val Pro Thr Cys Ser Ala Leu Ala Arg Lys Pro Asp Lys 
115 120 125 



Leu Thr lie Leu Arg Met Ala Val Ser His Met Lys Ser Leu Arg Gly 
13 0 135 140 



Thr Gly Asn Thr Ser Thr Asp Gly Ser Tyr Lys Pro Ser Phe Leu Thr 
145 150 155 160 



Asp Gin Glu Leu Lys His Leu lie Leu Glu Ala Ala Asp Gly Phe Leu 
165 170 175 



Phe He Val Ser Cys Glu Thr Gly Arg Val Val Tyr Val Ser Asp Ser 
180 185 190 



Val Thr Pro Val Leu Asn Gin Pro Gin Ser Glu Trp Phe Gly Ser Thr 
195 200 205 



Leu Tyr Asp Gin Val His Pro Asp Asp Val Asp Lys Leu Arg Glu Gin 
210 215 220 
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Leu Ser Thr Ser Glu Asn Ala Leu Thr Gly Arg lie Leu Asp Leu Lys 
225 230 235 240 



Thr Gly Thr Val Lys Lys Glu Gly Gin Gin Ser Ser Met Arg Met Cys 
245 250 255 



Met Gly Ser Arg Arg Ser Phe lie Cys Arg Met Arg Cys Gly Ser Ser 
260 265 270 



Ser Val Asp Pro Val Ser Val Asn Arg Leu Ser Phe Val Arg Asn Arg 
275 280 285 



Cys Arg Asn Gly Leu Gly Ser Val Lys Asp Gly Glu Pro His Phe Val 
290 295 300 



Val Val His Cys Thr Gly Tyr lie Lys Ala Trp Pro Pro Ala Gly Val 
305 310 315 320 



Ser Leu Pro Asp Asp Asp Pro Glu Ala Gly Gin Gly Ser Lys Phe Cys 
325 330 335 



Leu Val Ala lie Gly Arg Leu Gin Val Thr Ser Ser Pro Asn Cys Thr 
340 345 350 



Asp Met Ser Asn Val Cys Gin Pro Thr Glu Phe lie Ser Arg His Asn 
355 360 365 



He Glu Gly He Phe Thr Phe Val Asp His Arg Cys Val Ala Thr Val 
370 375 380 



Gly Tyr Gin Pro Gin Glu Leu Leu Gly Lys Asn He Val Glu Phe Cys 
385 390 395 400 



His Pro Glu Asp Gin Gin Leu Leu Arg Asp Ser Phe Gin Gin Val Val 
405 410 415 



Lys Leu Lys Gly Gin Val Leu Ser Val Met Phe Arg Phe Arg Ser Lys 
420 425 430 



Asn Gin Glu Trp Leu Trp Met Arg Thr Ser Ser Phe Thr Phe Gin Asn 
435 440 445 



Pro Tyr Ser Asp Glu He Glu Tyr He He Cys Thr Asn Thr Asn Val 
450 455 460 



-19- 



Lys Asn Ser Ser Gin Glu Pro Arg Pro Thr Leu Ser Asn Thr lie Gin 

465 470 475 480 



Arg Pro Gin Leu Gly Pro Thr Ala Asn Leu Pro Leu Glu Met Gly Ser 
485 490 495 



Gly Gin Leu Ala Pro Arg Gin Gin Gin Gin Gin Thr Glu Leu Asp Met 
500 505 510 



Val Pro Gly Arg Asp Gly Leu Ala Ser Tyr Asn His Ser Gin Val Val 
515 520 525 



Gin Pro Val Thr Thr Thr Gly Pro Glu His Ser Lys Pro Leu Glu Lys 
530 535 540 



Ser Asp Gly Leu Phe Ala Gin Asp Arg Asp Pro Arg Phe Ser Glu lie 
545 550 555 560 



Tyr His Asn lie Asn Ala Asp Gin Ser Lys Gly lie Ser Ser Ser Thr 
565 570 575 



Val Pro Ala Thr Gin Gin Leu Phe Ser Gin Gly Asn Thr Phe Pro Pro 
580 585 590 



Thr Pro Arg Pro Ala Glu Asn Phe Arg Asn Ser Gly Leu Ala Pro Pro 
595 600 605 



Val Thr He Val Gin Pro Ser Ala Ser Ala Gly Gin Met Leu Ala Gin 
610 615 620 



He Ser Arg His Ser Asn Pro Thr Gin Gly Ala Thr Pro Thr Trp Thr 
625 630 635 640 



Pro Thr Thr Arg Ser Gly Phe Ser Ala Gin Gin Val Ala Thr Gin Ala 
645 650 655 



Thr Ala Lys Thr Arg Thr Ser Gin Phe Gly Val Gly Ser Phe Gin Thr 
660 665 670 



Pro Ser Ser Phe Ser Ser Met Ser Leu Pro Gly Ala Pro Thr Ala Ser 
675 680 685 



Pro Gly Ala Ala Ala Tyr Pro Ser Leu Thr Asn Arg Gly Ser Asn Phe 
690 695 700 



-20- 



Ala Pro Glu Thr Gly Gin Thr Ala Gly Gin Phe Gin Thr Arg Thr Ala 
705 710 715 720 



Glu Gly Val Gly Val Trp Pro Gin Trp Gin Gly Gin Gin Pro His His 
725 730 735 



Arg Ser Ser Ser Ser Glu Gin His Val Gin Gin Pro Pro Ala Gin Gin 

740 745 750 



Pro Gly Gin Pro Glu Val Phe Gin Glu Met Leu Ser Met Leu Gly Asp 

755 760 765 



Gin Ser Asn Ser Tyr Asn Asn Glu Glu Phe Pro Asp Leu Thr Met Phe 
770 775 780 



Pro Pro Phe Ser Glu 
785 



<210> 7 

<211> 816 

<212> DNA 

<213> homo sapiens 

<400> 7 

gatttgtaaa ccccggagcg aggttctgct tacccgaggc cgctgctgtg cggagacccc 60 

cgggtgaagc caccgtcatc atgtctgacc aggaggcaaa accttcaact gaggacttgg 120 

gggataagaa ggaaggtgaa tatattaaac tcaaagtcat tggacaggat agcagtgaga 180 

ttcacttcaa agtgaaaatg acaacacatc tcaagaaact caaagaatca tactgtcaaa 240 

gacagggtgt tccaatgaat tcactcaggt ttctctttga gggtcagaga attgctgata 3 00 

atcatactcc aaaagaactg ggaatggagg aagaagatgt gattgaagtt tatcaggaac 3 60 

aaacgggggg tcattcaaca gtttagatat tctttttatt ttttttcttt tccctcaatc 420 

cttttttatt tttaaaaata gttcttttgt aatgtggtgt tcaaaacgga attgaaaact 480 

ggcaccccat ctctttgaaa catctggtaa tttgaattct agtgctcatt attcattatt 540 

gtttgttttc attgtgctga tttttggtga tcaagcctca gtccccttca tattaccctc 600 

tcctttttaa aaattacgtg tgcacagaga ggtcaccttt ttcaggacat tgcattttca 660 

ggcttgtggt gataaataag atcgaccaat gcaagtgttc ataatgactt tccaattggc 72 0 

cctgatgttc tagcatgtga ttacttcact ccctggactg tgactttcag tgggagatgg 780 

aattttttcc agaaaaactg aactgtggaa aaatga 816 



-21- 



<210> 8 

<211> 101 

<212> PRT 

<213> homo sapiens 

<400> 8 

Met Ser Asp Gin Glu Ala Lys Pro Ser Thr Glu Asp Leu Gly Asp Lys 
15 10 15 



Lys Glu Gly Glu Tyr lie Lys Leu Lys Val lie Gly Gin Asp Ser Ser 
20 25 30 



Glu lie His Phe Lys Val Lys Met Thr Thr His Leu Lys Lys Leu Lys 
35 40 45 



Glu Ser Tyr Cys Gin Arg Gin Gly Val Pro Met Asn Ser Leu Arg Phe 
50 55 60 



Leu Phe Glu Gly Gin Arg lie Ala Asp Asn His Thr Pro Lys Glu Leu 
65 70 75 80 



Gly Met Glu Glu Glu Asp Val He Glu Val Tyr Gin Glu Gin Thr Gly 
85 90 95 



Gly His Ser Thr Val 
100 



<210> 9 

<211> 24 

<212> DNA 

<213> homo sapiens 

<400> 9 

cttatgtaga cacgtctttc aaag 

<210> 10 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 10 

gtgctcagcc cacgccccgg cgctg 



<210> 11 

<211> 25 

<212> DNA 

<213> homo sapiens 



-22- 



<400> 11 

ccagcatctc cacgaaggca gagtt 25 

<210> 12 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 12 

agcttccaac cacgtgtaaa tccta 25 

<210> 13 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 13 

gtgacatttt cacggccata gcgaa 2 5 

<210> 14 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 14 

cgaaccaggg cacgtgcaat ggcga 2 5 

<210> 15 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 15 

gcttgtgatc cacggacact cctac 25 

<210> 16 

<211> 5 

<212> PRT 

<213> homo sapiens 

<400> 16 

Leu Lys Lys Glu Pro 
1 5 



<210> 17 
<211> 5 
<212> PRT 



<213> homo sapiens 
<400> 17 

Leu Lys Leu Glu Pro 
1 5 



<210> 18 

<211> 7 

<212> PRT 

<213> homo sapiens 

<400> 18 

Leu Lys Leu Glu Pro Asn Pro 
1 5 



<210> 19 

<211> 4 

<212> PRT 

<213> homo sapiens 

<400> 19 

Phe Lys Leu Glu 
1 



<210> 20 

<211> 4 

<212> PRT 

<213> homo sapiens 

<400> 20 

Arg Lys Met Glu 
1 



<210> 21 

<211> 7 

<212> PRT 

<213> homo sapiens 

<400> 21 

Arg Lys Met Glu His Asp Gly 
1 5 



<210> 22 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 22 



cacagcagcg gcctcgggta 



<210> 23 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 23 

catgatgacg gtggcttcac 



<210> 24 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 24 

gtgacctctc tgtgcacacg 



<210> 25 

<211> 5 

<212> DNA 

<213> homo sapiens 

<400> 25 

rcgtg 



<210> 26 

<211> 24 

<212> DNA 

<213> homo sapiens 

<400> 26 

ctttgaaaga cgtgtctaca taag 



<210> 27 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 27 

cagcgccggg gcgtgggctg agcac 



<210> 28 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 28 



aactctgcct tcgtggagat gctgg 



<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 29 

taggatttac acgtggttgg aagct 



<210> 30 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 30 

ttcgctatgg ccgtgaaaat gtcac 



<210> 31 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 31 

tcgccattgc acgtgccctg gttcg 



<210> 32 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 32 

gtaggagtgt ccgtggatca caagc 



<210> 33 

<211> 26 

<212> DNA 

<213> homo sapiens 

<400> 33 

ttggtgccat ggccgtgggg caagtc 



<210> 34 

<211> 26 

<212> DNA 

<213> homo sapiens 

<400> 34 



cacctgggca tcgtgtccca ggagcc 



<210> 35 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 35 

caggaagaga tcgtgagggc agcaa 



<210> 36 

<211> 29 

<212> DNA 

<213> homo sapiens 

<400> 36 

cattgccata gctcgtgccc ttgttagac 



<210> 37 

<211> 20 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 37 

aacggaagcc agaacattcc 



<210> 38 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 38 

aggcttcctg tggcaaagag 



<210> 39 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 39 

ctcaaagtcg gacagcctca 



<210> 40 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 40 



ccctgcagta ggtttctgct 



<211> 24 

<212> DNA 

<213> homo sapiens 

<400> 41 

atgacttcca agctggccgt ggct 



<210> 42 

<211> 25 

<212> DNA 

<213> homo sapiens 

<400> 42 

tctcagccct cttcaaaaac ttctc 



<210> 43 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 43 

cgtcatcatg tctgaccagg a 



<210> 44 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 44 

cactgaaagt cacagtccag g 



<210> 45 

<211> 30 

<212> DNA 

<213> homo sapiens 

<400> 45 

tgacggggtc acccacactg tgcccatcta 



<210> 46 

<211> 30 

<212> DNA 

<213> homo sapiens 

<400> 46 

ctagaagcat ttgcggtgga cgatggaggg 



-28- 



<210> 47 

<211> 15 

<212> DNA 

<213> homo sapiens 

<400> 47 

gccggcgccc tccat 15 



<210> 48 

<211> 15 

<212> DNA 

<213> homo sapiens 

8e4 <400> 4 8 

!^ atggagggcg ccggc 15 

%l <210> 4 9 

ry <2ii> 39 

HI <212> DNA 

Iff <213> homo sapiens 

<400> 4 9 

aggaccagcg ccggggccat ggctgagcac agccgcttc 39 

I'll 

Q <210> 50 

1«* <211> 2 9 

<212> DNA 

<213> homo sapiens 

<400> 50 

aggaacagcg ccgggggctg agcacagcc 2 9 



<210> 51 

<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 51 

tttgaaagac gtgtctacat aag 2 3 



<210> 52 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 52 



ttgaaagacg tgtctacata ag 



22 



<210> 53 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 53 

tgaaagacgt gtctacataa g 



<210> 54 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 54 

tgaaagacgt gtctacataa g 



<210> 55 

<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 55 

ctttgaaaga cgtgtctaca taa 



<210> 56 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 56 

ctttgaaaga cgtgtctaca ta 



<210> 57 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 57 

ctttgaaaga cgtgtctaca t 



<210> 58 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 58 

ctttgaaaga cgtgtctaca 



-30- 



<210> 59 

<211> 2818 

<212> DNA 

<213> homo sapiens 

<400> 59 



cctgactgcg 


cggggcgctc 


gggacctgcg 


cgcacctcgg 


accttcacca 


cccgcccggg 


o U 


ccgcggggag 


cggacgaggg 


ccacagcccc 


ccacccgcca 


gggagcccag 


gtgctcggcg 


1Z u 


tctgaacgtc 


tcaaagggcc 


acagcgacaa 


tgacagctga 


caaggagaag 


aaaaggagta 


180 


gctcggagag 


gaggaaggag 


aagtcccggg 


atgctgcgcg 


gtgccggcgg 


agcaaggaga 


240 


cggaggtgtt 


ctatgagctg gcccatgagc 


tgcctctgcc 


ccacagtgtg 


agctcccatc 


300 


tggacaaggc 


tLLLaUUd L.y 




tcagcttcct 


gcgaacacac 


aagctcctct 


360 


cctcagtttg 


<-i+- ril- /T o o a a f"» 

CLCUgaaddL. 


gayLCcyddy 


ccgaagctga 


ccagcagatg 


gacaacttgt 


420 


acctgaaagc 


cuuggagggt 


•f- t - a. 4- f~t r~i f~< <"r 


tggtgaccca 


agatggcgac 


atgatctttc 


480 


tgtcagaaaa 


/-» -3 ^ /*■• a i-*t~* a a /^r 
CJd LLayLady 


+~ t~ a "t~ nnn Z5 
i_ n-aLyyyai-. 


ttacacaggt 


ggagctaaca 


ggacatagta 


540 


tctttgactt 


CaCLuatCCC 


u y y d 


aggagattcg 


tgagaacctg 


agtctcaaaa 


600 


atggctctgg 


+- +~ t* 4- <t/~t/-t a a a 
Ltttyggaad 


saaa.arTf'.saAan 
dctQay L-ctdciy 


acatgtccac 


agagcgggac 


ttcttcatga 


660 


ggatgaagtg 


^d^yy LL-auL. 


ciciuciyciyy vv 


gtactgtcaa 


cctcaagtca 


gccacctgga 


72 0 


aggtcttgca 


ctgcacgggc 


caggtgaaag 


tctacaacaa 


ctgccctcct 


cacaatagtc 


780 


tgtgtggcta 


caaggagccc 


ctgctgtcct 


gcctcatcat 


catgtgtgaa 


ccaatccagc 


840 


acccatccca 


catggacatc 


cccctggata 


gcaagacctt 


cctgagccgc 


cacagcatgg 


900 


acatgaagtt 


cacctactgt 


gatgacagaa 


tcacagaact 


gattggttac 


caccctgagg 


960 


agctgcttgg 


ccgctcagcc 


tatgaattct 


accatgcgct 


agactccgag 


aacatgacca 


1020 


agagtcacca 


gaacttgtgc 


accaagggtc 


aggtagtaag 


tggccagtac 


cggatgctcg 


1080 


caaagcatgg 


gggctacgtg 


tggctggaga 


cccaggggac 


ggtcatctac 


aaccctcgca 


1140 


acctgcagcc 


ccagtgcatc 


atgtgtgtca 


actacgtcct 


gagtgagatt 


gagaagaatg 


1200 


acgtggtgtt 


ctccatggac 


cagactgaat 


ccctgttcaa 


gccccacctg 


atggccatga 


1260 


acagcatctt 


tgatagcagt 


ggcaaggggg 


ctgtgtctga 


gaagagtaac 


ttcctattca 


1320 


ccaagctaaa 


ggaggagccc 


gaggagctgg 


cccagctggc 


tcccacccca 


ggagacgcca 


1380 


tcatctctct 


ggatttcggg 


aatcagaact 


tcgaggagtc 


ctcagcctat 


ggcaaggcca 


1440 


tcctgccccc 


gagccagcca 


tgggccacgg 


agttgaggag 


ccacagcacc 


cagagcgagg 


1500 


ctgggagcct 


gcctgccttc 


accgtgcccc 


aggcagctgc 


cccgggcagc 


accaccccca 


1560 
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gtgccaccag 


cage age age 


a nr* +■ ptp* +■ f p* a 

ayccgctCLd 


f~i (~r f~i /~i l^i ^3 -f— /~r 

uy uuucieL u cty 


/^pphna a pra p* 
uuu uy deiy ctu 


uct u ucLUct uct u 


169 0 

lOZi u 




c t t tgga taa 


cgacc ugaag 


d u uy ciciy uy ct 


u Ly cty ctcty u u 


clr t* fnc c a f~ n 
v u. L^y LLaLy 


na ra pa ncr 
~j ci C4. ci^-j ci *~-H ^y 


168 0 




ccaaggacca 


atyCay LdCC 


P* a Pfa P 1 rrrf a 4— 4— 

Lay auyy a L U 


■{"P'aal-pTapTP^t" 
octet Lyay u u 


y y ctu u uy y ciy 


a a r'i - cfcf p^ n 


174 0 




4— —i 4— ~> +~ a~i 

cctaudtccc 


cauggaeggg 


na a n a p* +* I - p» p» 
y ciciy ctu u u uu 


a Pf P" 1 "f - a arypr'P 
Cty U Lacty 


r* ^ +" c 1~ cr r* c c* c 


y ^y y ^y y y 


180 0 




tcttggcgga 


gaacccacag 


tCCaCCCCCC 


^ iT <a ^"1 4~ "f— 4— 

ayCaC tyCLu 


u cty uyucd. i_y 


apaaapah^t" 

CtUCtCLCtUCt U U U 


1 ft n 

_L O O U 




tccagccact 


ggcccc ugua 


t~* rt r* /*• i*T/"i a a 

gCCCCyCaCa 




ut uyy cLv—ctciy 


u u uuety ucty u 


X J? z, u 




agctggagag 


caagaagaca 


gagcccgagc 


accggcccat 


ytCCLCCatC 


4-4-^4-4-4- r .- a 4- < - T 

lllll. uy ctuy 


i Qft n 




ccggaagcaa 


agcatccctg 


ccaccgtgc t 


guggecagge 


(_ cty OdLttUt 




2 04 0 




tggggggcag 


atccaatacc 


cag uggcccc 


a /"^ra h o a 
CayatCLdCC 


a L LaL.a L L L L 




2100 




agtgggccgt 


eggggatcag 


cgcacagagu 


tctugygagc 


ciy cgecy u uy 


yyyuuuuuuy 




Si 


tctctccacc 


ccatgtctcc 


accttcaaga 


caagguc ugc 


aaagyy u u u u 


pTp^rpTPTP* "t" pnarr 

99yg ctc 9 a 9 


9 9 9 0 




gcccagacgt 


gctgagtccg 


gecatggtag 


ccctctccaa 


caagctgaag 


eugaagegae 




III 


agctggagta 


tgaagagcaa 


gccttccagg 


acctgagegg 


gggggaccca 


cc ugguggca 


Z .3 *t U 


iii 


gcacctcaca 


tttgatgtgg 


aaacggatga 


agaacctcag 


gggtgggagc 


tgccctttga 


24 00 


,::;-5.r„ 

1! S 

'! S^iT 


tgccggacaa 


gccactgagc 


gcaaatgtac 


ccaatgataa 


gttcacccaa 


aaccccatga 


z4 o U 


s ;^ 

^ 

'}. r. 


ggggcctggg 


ccatcccctg 


agacatc tgc 


cgctgccaca 


gec tccatct 


gccatcagtc 


O C "5 Pt 


s s 


ccggggagaa 


cagcaagagc 


aggttccccc 


cacagtgeta 


cgccacccag 


taccaggact 


2580 




acagcctgtc 


gtcagcccac 


aaggtgtcag 


gcatggcaag 


ccggctgctc 


gggccctcat 


2640 




ttgagtccta 


cctgctgccc 


gaactgacca 


gatatgactg 


tgaggtgaac 


gtgcccgtgc 


2700 




tgggaagctc 


cacgctcctg 


caaggagggg 


acctcctcag 


agccctggac 


caggccacct 


2760 




gagccaggcc 


ttctacctgg 


gcagcacctc 


tgccgacgcc 


gtcccaccag 


cttcaccc 


2818 



<210> 60 

<211> 870 

<212> PRT 

<213> homo sapiens 

<400> 60 

Met Thr Ala Asp Lys Glu Lys Lys Arg Ser Ser Ser Glu Arg Arg Lys 
15 10 15 

Glu Lys Ser Arg Asp Ala Ala Arg Cys Arg Arg Ser Lys Glu Thr Glu 
20 25 30 

Val Phe Tyr Glu Leu Ala His Glu Leu Pro Leu Pro His Ser Val Ser 
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35 40 45 



Ser His Leu Asp Lys Ala Ser lie Met Arg Leu Glu lie Ser Phe Leu 
50 55 60 



Arg Thr His Lys Leu Leu Ser Ser Val Cys Ser Glu Asn Glu Ser Glu 
65 70 75 80 



Ala Glu Ala Asp Gin Gin Met Asp Asn Leu Tyr Leu Lys Ala Leu Glu 
85 90 95 



Gly Phe lie Ala Val Val Thr Gin Asp Gly Asp Met lie Phe Leu Ser 
100 105 110 



Glu Asn lie Ser Lys Phe Met Gly Leu Thr Gin Val Glu Leu Thr Gly 
115 120 125 



His Ser lie Phe Asp Phe Thr His Pro Cys Asp His Glu Glu lie Arg 
130 135 140 



Glu Asn Leu Ser Leu Lys Asn Gly Ser Gly Phe Gly Lys Lys Ser Lys 
145 150 155 160 



Asp Met Ser Thr Glu Arg Asp Phe Phe Met Arg Met Lys Cys Thr Val 
165 170 175 



Thr Asn Arg Gly Arg Thr Val Asn Leu Lys Ser Ala Thr Trp Lys Val 
180 185 190 



Leu His Cys Thr Gly Gin Val Lys Val Tyr Asn Asn Cys Pro Pro His 
195 200 205 



Asn Ser Leu Cys Gly Tyr Lys Glu Pro Leu Leu Ser Cys Leu lie lie 
210 215 220 



Met Cys Glu Pro lie Gin His Pro Ser His Met Asp lie Pro Leu Asp 
225 230 235 240 



Ser Lys Thr Phe Leu Ser Arg His Ser Met Asp Met Lys Phe Thr Tyr 
245 250 255 



Cys Asp Asp Arg lie Thr Glu Leu lie Gly Tyr His Pro Glu Glu Leu 
260 265 270 



Leu Gly Arg Ser Ala Tyr Glu Phe Tyr His Ala Leu Asp Ser Glu Asn 
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275 280 285 



Met Thr Lys Ser His Gin Asn Leu Cys Thr Lys Gly Gin Val Val Ser 
290 295 300 



Gly Gin Tyr Arg Met Leu Ala Lys His Gly Gly Tyr Val Trp Leu Glu 
305 310 315 320 



Thr Gin Gly Thr Val lie Tyr Asn Pro Arg Asn Leu Gin Pro Gin Cys 
325 330 335 



lie Met Cys Val Asn Tyr Val Leu Ser Glu lie Glu Lys Asn Asp Val 
340 345 350 



Val Phe Ser Met Asp Gin Thr Glu Ser Leu Phe Lys Pro His Leu Met 
355 360 365 



Ala Met Asn Ser lie Phe Asp Ser Ser Gly Lys Gly Ala Val Ser Glu 
370 375 380 



Lys Ser Asn Phe Leu Phe Thr Lys Leu Lys Glu Glu Pro Glu Glu Leu 
385 390 395 400 



Ala Gin Leu Ala Pro Thr Pro Gly Asp Ala lie lie Ser Leu Asp Phe 
405 410 415 



Gly Asn Gin Asn Phe Glu Glu Ser Ser Ala Tyr Gly Lys Ala lie Leu 
420 425 430 



Pro Pro Ser Gin Pro Trp Ala Thr Glu Leu Arg Ser His Ser Thr Gin 
435 440 445 



Ser Glu Ala Gly Ser Leu Pro Ala Phe Thr Val Pro Gin Ala Ala Ala 
450 455 460 



Pro Gly Ser Thr Thr Pro Ser Ala Thr Ser Ser Ser Ser Ser Cys Ser 
465 470 475 480 



Thr Pro Asn Ser Pro Glu Asp Tyr Tyr Thr Ser Leu Asp Asn Asp Leu 
485 490 495 



Lys lie Glu Val lie Glu Lys Leu Phe Ala Met Asp Thr Glu Ala Lys 
500 505 510 



Asp Gin Cys Ser Thr Gin Thr Asp Phe Asn Glu Leu Asp Leu Glu Thr 
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515 520 525 



Leu Ala Pro Tyr lie Pro Met Asp Gly Glu Asp Phe Gin Leu Ser Pro 
530 535 540 



lie Cys Pro Glu Glu Arg Leu Leu Ala Glu Asn Pro Gin Ser Thr Pro 
545 550 555 560 



Gin His Cys Phe Ser Ala Met Thr Asn lie Phe Gin Pro Leu Ala Pro 
565 570 575 



Val Ala Pro His Ser Pro Phe Leu Leu Asp Lys Phe Gin Gin Gin Leu 
580 585 590 



Glu Ser Lys Lys Thr Glu Pro Glu His Arg Pro Met Ser Ser lie Phe 
595 600 605 



Phe Asp Ala Gly Ser Lys Ala Ser Leu Pro Pro Cys Cys Gly Gin Ala 
610 615 620 



Ser Thr Pro Leu Ser Ser Met Gly Gly Arg Ser Asn Thr Gin Trp Pro 
625 630 635 640 



Pro Asp Pro Pro Leu His Phe Gly Pro Thr Lys Trp Ala Val Gly Asp 
645 650 655 



Gin Arg Thr Glu Phe Leu Gly Ala Ala Pro Leu Gly Pro Pro Val Ser 
660 665 670 



Pro Pro His Val Ser Thr Phe Lys Thr Arg Ser Ala Lys Gly Phe Gly 
675 680 685 



Ala Arg Gly Pro Asp Val Leu Ser Pro Ala Met Val Ala Leu Ser Asn 
690 695 700 



Lys Leu Lys Leu Lys Arg Gin Leu Glu Tyr Glu Glu Gin Ala Phe Gin 
705 710 715 720 



Asp Leu Ser Gly Gly Asp Pro Pro Gly Gly Ser Thr Ser His Leu Met 
725 730 735 



Trp Lys Arg Met Lys Asn Leu Arg Gly Gly Ser Cys Pro Leu Met Pro 
740 745 750 



Asp Lys Pro Leu Ser Ala Asn Val Pro Asn Asp Lys Phe Thr Gin Asn 



-35- 

755 760 765 

Pro Met Arg Gly Leu Gly His Pro Leu Arg His Leu Pro Leu Pro Gin 
770 775 780 

Pro Pro Ser Ala lie Ser Pro Gly Glu Asn Ser Lys Ser Arg Phe Pro 
785 790 795 800 

Pro Gin Cys Tyr Ala Thr Gin Tyr Gin Asp Tyr Ser Leu Ser Ser Ala 
805 810 815 

His Lys Val Ser Gly Met Ala Ser Arg Leu Leu Gly Pro Ser Phe Glu 
820 825 830 

;Sf Ser Tyr Leu Leu Pro Glu Leu Thr Arg Tyr Asp Cys Glu Val Asn Val 

y 835 840 845 

: '~ n 

1U Pro Val Leu Gly Ser Ser Thr Leu Leu Gin Gly Gly Asp Leu Leu Arg 

\f\ 85 0 855 860 

Hi 

ij^ Ala Leu Asp Gin Ala Thr 



<210> 61 

<211> 2004 

<212> DNA 

<213> homo sapiens 

<400> 61 

atggactggc aagaccacag gtcgaccacg gagctgcgca aggaaaagtc ccgggatgcg 60 

gcccgcagcc ggcgcagcca ggagaccgag gtgctgtacc agctggctca cacgctgccc 12 0 

ttcgcccgcg gcgtcagcgc ccacctggac aaggcctcta tcatgcgcct caccatcagc 180 

tacctgcgca tgcaccgcct ctgcgccgca ggggagtgga accaggtggg agcaggggga 24 0 

gaaccactgg atgcctgcta cctgaaggcc ctggagggct tcgtcatggt gctcaccgcc 3 00 

gagggagaca tggcttacct gtcggagaat gtcagcaaac acctgggcct cagtcagctg 360 

gagctcattg gacacagcat ctttgatttc atccacccct gtgaccaaga ggagcttcag 42 0 

gacgccctga ccccccagca gaccctgtcc aggaggaagg tggaggcccc cacggagcgg 480 

tgcttctcct tgcgcatgaa gagtacgctc accagccgcg ggcgcaccct caacctcaag 54 0 

gcggccacct ggaaggtgct gaactgctct ggacatatga gggcctacaa gccacctgcg 600 

cagacttctc cagctgggag ccctgactca gagcccccgc tgcagtgcct ggtgctcatc 660 
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tgcgaagcca 


tcccccaccc 


aggcagcctg 


gagcccccac 


tgggccgagg 


ggccttcctc 


720 




agccgccaca 


gcctggacat 


gaagttcacc 


tactgtgacg 


acaggattgc 


agaagtggct 


780 




ggctatagtc 


ccgatgacct 


gatcggctgt 


tccgcctacg 


agtacatcca 


cgcgctggac 


840 




tccgacgcgg 


tcagcaagag 


catccacacc 


ttgctgagca 


agggccaggc 


agtaacaggg 


900 




cagtatcgct 


tcctggcccg 


gagtggtggc 


tacctgtgga 


cccagaccca 


ggccacagtg 


960 




gtgtcagggg 


gacggggccc 


ccagtcggag 


agtatcgtct 


gtgtccattt 


tttaatcagc 


1020 




caggtggaag 


agaccggagt 


ggtgctgtcc 


ctggagcaaa 


cggagcaaca 


ctctcgcaga 


1080 




cccattcagc 


ggggcgcccc 


ctctcagaag 


gacaccccta 


accctgggga 


cagccttgac 


1140 




acccctggcc 


cccggatcct 


tgccttcctg 


cacccgcctt 


ccctgagcga 


ggctgccctg 


1200 




gccgctgacc 


cccgccgttt 


ctgcagccct 


gacctccgtc 


gcctcctggg 


acccatcctg 


1260 




gatggggctt 


cagtagcagc 


cactcccagc 


accccgctgg 


ccacacggca 


cccccaaagt 


1320 


'Si 


cctctttcgg 


ctgatctccc 


agatgaacta 


cctgtgggca 


ccgagaatgt 


gcacagactc 


1380 




ttcacctccg 


ggaaagacac 


tgaggcagtg 


gagacagatt 


tagatatagc 


tcaggatgct 


1440 


^il ? 


gatgctctgg 


atttggagat 


gctggccccc 


tacatctcca 


tggatgatga 


cttccagctc 


1500 


f ~ 

o 


aacgccagcg 


agcagctacc 


cagggcctac 


cacagacctc 


tgggggctgt 


cccccggccc 


1560 


r. 


cgtgctcgga 


gcttccatgg 


cctgtcacct 


ccagcccttg 


agccctccct 


gctaccccgc 


1620 




tgggggagtg 


acccccggct 


gagctgctcc 


agcccttcca 


gaggggaccc 


ctcagcatcc 


1680 




tctcccatgg 


ctggggctcg 


gaagaggacc 


ctggcccaga 


gctcagagga 


cgaggacgag 


1740 




ggagtggagc 


tgctgggagt 


gagacctccc 


aaaaggtccc 


ccagcccaga 


acacgaaaac 


1800 




tttctgctct 


ttcctctcag 


cctgagtttc 


cttctgacag 


gaggaccagc 


cccagggagc 


1860 




ctgcaggacc 


ccagcacccc 


actcctgaac 


ctgaatgagc 


ccctgggcct 


gggcccctca 


1920 




ctgctctctc 


cgtactcaga 


cgaggacact 


acccagcccg 


ggggcccctt 


ccagccaagg 


1980 




gcaggctcag 


cccaggctga 


ctga 








2004 



<210> 62 

<211> 667 

<212> PRT 

<213> homo sapiens 

<400> 62 

Met Asp Trp Gin Asp His Arg Ser Thr Thr Glu Leu Arg Lys Glu Lys 
1 " 5 10 15 



Ser Arg Asp Ala Ala Arg Ser Arg Arg Ser Gin Glu Thr Glu Val Leu 
20 25 30 
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Tyr Gin Leu Ala His Thr Leu Pro Phe Ala Arg Gly Val Ser Ala His 
35 40 45 



Leu Asp Lys Ala Ser lie Met Arg Leu Thr lie Ser Tyr Leu Arg Met 
50 55 60 



His Arg Leu Cys Ala Ala Gly Glu Trp Asn Gin Val Gly Ala Gly Gly 
65 70 75 80 



Glu Pro Leu Asp Ala Cys Tyr Leu Lys Ala Leu Glu Gly Phe Val Met 
85 90 95 



Val Leu Thr Ala Glu Gly Asp Met Ala Tyr Leu Ser Glu Asn Val Ser 
100 105 110 



Lys His Leu Gly Leu Ser Gin Leu Glu Leu lie Gly His Ser lie Phe 
115 " 120 125 



Asp Phe lie His Pro Cys Asp Gin Glu Glu Leu Gin Asp Ala Leu Thr 
130 135 140 



Pro Gin Gin Thr Leu Ser Arg Arg Lys Val Glu Ala Pro Thr Glu Arg 
145 150 155 160 



Cys Phe Ser Leu Arg Met Lys Ser Thr Leu Thr Ser Arg Gly Arg Thr 
165 170 175 



Leu Asn Leu Lys Ala Ala Thr Trp Lys Val Leu Asn Cys Ser Gly His 
180 185 190 



Met Arg Ala Tyr Lys Pro Pro Ala Gin Thr Ser Pro Ala Gly Ser Pro 
195 200 205 



Asp Ser Glu Pro Pro Leu Gin Cys Leu Val Leu lie Cys Glu Ala lie 
210 215 220 



Pro His Pro Gly Ser Leu Glu Pro Pro Leu Gly Arg Gly Ala Phe Leu 
225 230 235 240 



Ser Arg His Ser Leu Asp Met Lys Phe Thr Tyr Cys Asp Asp Arg lie 
245 250 255 



Ala Glu Val Ala Gly Tyr Ser Pro Asp Asp Leu lie Gly Cys Ser Ala 
260 265 270 
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Tyr Glu Tyr lie His Ala Leu Asp Ser Asp Ala Val Ser Lys Ser lie 
275 280 285 



His Thr Leu Leu Ser Lys Gly Gin Ala Val Thr Gly Gin Tyr Arg Phe 
290 295 300 



Leu Ala Arg Ser Gly Gly Tyr Leu Trp Thr Gin Thr Gin Ala Thr Val 
305 310 315 320 



Val Ser Gly Gly Arg Gly Pro Gin Ser Glu Ser lie Val Cys Val His 
325 330 335 



Phe Leu He Ser Gin Val Glu Glu Thr Gly Val Val Leu Ser Leu Glu 
340 345 350 



Gin Thr Glu Gin His Ser Arg Arg Pro He Gin Arg Gly Ala Pro Ser 
355 360 365 



Gin Lys Asp Thr Pro Asn Pro Gly Asp Ser Leu Asp Thr Pro Gly Pro 
370 375 380 



Arg He Leu Ala Phe Leu His Pro Pro Ser Leu Ser Glu Ala Ala Leu 
385 390 395 400 



Ala Ala Asp Pro Arg Arg Phe Cys Ser Pro Asp Leu Arg Arg Leu Leu 
405 410 415 



Gly Pro He Leu Asp Gly Ala Ser Val Ala Ala Thr Pro Ser Thr Pro 
420 425 430 



Leu Ala Thr Arg His Pro Gin Ser Pro Leu Ser Ala Asp Leu Pro Asp 
435 440 445 



Glu Leu Pro Val Gly Thr Glu Asn Val His Arg Leu Phe Thr Ser Gly 
450 455 460 



Lys Asp Thr Glu Ala Val Glu Thr Asp Leu Asp He Ala Gin Asp Ala 
465 470 475 480 



Asp Ala Leu Asp Leu Glu Met Leu Ala Pro Tyr He Ser Met Asp Asp 
485 490 495 



Asp Phe Gin Leu Asn Ala Ser Glu Gin Leu Pro Arg Ala Tyr His Arg 
500 505 510 
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Pro Leu Gly Ala Val Pro Arg Pro Arg Ala Arg Ser Phe His Gly Leu 
515 520 525 



Ser Pro Pro Ala Leu Glu Pro Ser Leu Leu Pro Arg Trp Gly Ser Asp 
530 535 540 



Pro Arg Leu Ser Cys Ser Ser Pro Ser Arg Gly Asp Pro Ser Ala Ser 
545 550 555 560 



Ser Pro Met Ala Gly Ala Arg Lys Arg Thr Leu Ala Gin Ser Ser Glu 
565 570 575 



Asp Glu Asp Glu Gly Val Glu Leu Leu Gly Val Arg Pro Pro Lys Arg 
580 585 590 



Ser Pro Ser Pro Glu His Glu Asn Phe Leu Leu Phe Pro Leu Ser Leu 
595 600 605 



Ser Phe Leu Leu Thr Gly Gly Pro Ala Pro Gly Ser Leu Gin Asp Pro 
610 615 620 



Ser Thr Pro Leu Leu Asn Leu Asn Glu Pro Leu Gly Leu Gly Pro Ser 
625 630 635 640 



Leu Leu Ser Pro Tyr Ser Asp Glu Asp Thr Thr Gin Pro Gly Gly Pro 
645 650 655 



Phe Gin Pro Arg Ala Gly Ser Ala Gin Ala Asp 
660 665 



<210> 63 

<211> 12 

<212> PRT 

<213> homo sapiens 

<400> 63 

Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Gly 
15 10 



<210> 64 

<211> 11 

<212> PRT 

<213> homo sapiens 



<400> 64 
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Ala Gin Arg Lys Arg Lys Met Glu His Asp Gly 
15 10 



<210> 65 

<211> 11 

<212> PRT 

<213> homo sapiens 

<400> 65 

Phe Asp Lys Leu Lys Lys Glu Pro Asp Ala Leu 
15 10 



<210> 66 

<211> 12 

<212> PRT 

<213> homo sapiens 



W <400> 66 



Glu Val Ala Leu Lys Leu Glu Pro Asn Pro Glu Ser 
15 10 



<210> 67 

<211> 12 

<212> PRT 

<213> homo sapiens 

<400> 67 



Asp Met Val Asn Glu Phe Lys Leu Glu Leu Val Glu 
15 10 



